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SUPPLEMENTAL MATERIAL

S. TABLE 1. Strains and plasmids used in this study.

Strain Plasmids
Name DH5a pET30b(+) pET32a(+) TOPO-TA
Description Bacterial host for Expression vector Expression vector Storage Vector with
plasmid storage with kanamycin with thioredoxin tag LacZ multiple cloning
and expression resistance and ampicillin site, and ampicillin and
resistance kanamycin resistance
Source UBC Novagen Novagen Invitrogen

PI2DNAKeil ATGGATGTTCACAAGGAAGTTAATTTCGTTGCTTACCTACTAATTGTTCTTGGTAAGATTTTCCTTTACTCCTTT
R R R R

PIZcONAKeill ATGGATGTTCACAAGGAAGTTAATTTCGTTGCTTACCTACTAATTGTTCTTGG

PI2ZDNAJEMI ATGGATGTTCACAAGGAAGTTAATTTCGTTGCTTACCTACTAATTGTTCTTGGTAAGATTTTCCTTTACTCCTTT

PI2DNAKeil TTTTTTTTTTTTAAAAAAAATTCTTGGTTTATACATATATATATATATACACAAGTAGTTTTATATTTTTCCTTT
PIZ cDNA Keil

PIZDNAJEMI TTTT T TTT T TTTAAAAAAAAT T CTTGGTTTATACATATATATATATATACACAAGTAGTTTTATATTTTTCCTTT

PIZDNAKell ATATTATATTTGTTTGTAGGATTATTGGTACTTGTAAGCGCGATGGAGCATGTTGATGCGAAGGCTTGCACTTTA
PIZ cDNA Keil ATTATTGGTACTTGTAAGCGCGATGGAGCATGTTGATGCGAAGGCTTGCACTTTA

PIZDNAJEMI ATATTATATTTGTTTGTAGGATTATTGGTACTTGTAAGCGCGATGGAGCATGTTGATGCGAAGGCTTGCACTTTA

PIZDNAKeil GAATGTGGTAATCTTGGGTTTGGGATATGCCCACGTTCAGAAGGAAGTCCGGAAAATCGCATATGCACCAACTGT
PIZcDNAKel GAATGTGGTAATCTTGGGT TTGGGATATGCCCACGT TCAGAAGGAAGTCCGGAAAATCGCATATGCACCAACTGT

PI2ZDNAJEMI GAATGTGGTAATCTTGGGTTTGGGATATGCCCACGTTCAGAAGGAAGTCCGGAAAATCGCATATGCACCAACTGT

PI2ZDNAKell TGTGCAGGTTATAAAGGTTGCAATTATTATAGTGCAAATGGGGCTTTCATTTGTGAAGGACAATCTGACCCAAAA
PIZcDNAKeil TGTGCAGGT TATAAAGGT TGCAATTATTATAGTGCAAATGGGGCTTTCATTTGTGAAGGACAATCTGACCCAAAA

PIZDNAJEMI TGTGCAGGT TATAAAGGT TGCAATTATTATAGTGCAAATGGGGCTTTCATTTGTGAAGGACAATCTGACCCAAAA

PIZDNAKeil AAACCAAAAGCATGCCCCCTAAATTGCGATCCACATATTGCCTACTCAAAGTGTCCCCGTTCAGAAGGAAAATCG
PIZCDNAKel AAACCAAAAGCATGCCCCCTAAATTGCGATCCACATATTIGCCTACTCAAAGTGTCCCCGTTCAGAAGGAAAATCG

PIZDNAJEMI AAACCAAAAGCATGCCCCCTAAATTGCGATCCACATATTGCCTACTCAAAGTGTCCCCGTTCAGAAGGAAAATCG

PI2ZDNAKeil CTAATTTATCCCACCGGATGTACCACATGCTGCACAGGGTACAAGGGTTGCTACTATTTCGGTAAAAATGGCAAG
PIZcDNAKeil CTAATTTATCCCACCGGATGTACCACATGCTGCACAGGGTACAAGGGTTGCTACTATTTCGGTAAAAATGGCAAG

PIZDNAJEMI €CTAATTTATCCCACCGGATGTACCACATGCTGCACAGGGTACAAGGGTTGCTACTATTTCGGTAAAAATGGCAAG

PI2DNAKeil TTTGTATGTGAAGGAGAGAGTGATGAGCCCAAGGCAAATATGTACCCTGCAATGTGA
PIZcDNAKeidl TTTGTATGTGAAGGAGAGAGTGATGAGCCCAAGGCAAATATGTACCCTGCAATGTGA

T F4E +E4 44 BE44EEEEEEEE O FEEEEEEAAEE A4
PI2DNAJEMI TTTGTATGNGANGAGAGANNGNNNGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

S. FIG. 1.
Comparing Keil et al.’s PI2 primary DNA and ¢cDNA sequence with JEMI-PI2. * indicates the location of the intron, + indicates
nucleotide base changes relative to Keil et al.’s primary DNA sequence, N represents either an A, T, G, or C nucleotide.
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6170 Aval (2)

6162 Eagl (1)

| PI25692.6159 |
5829 Aval (2)
5684 Ncol (1)

pET32a(+)PI2

6332 bp

SUPPLEMENTARY FIG. 2. Plasmid map of pET32a(+)PI12. Plasmid maps designed in APE program.
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S. FIG. 3. Confirming competent DH5a and ensuring functional Ncol and Eagl. Single and double digests of pET30b visualized via

gel electrophoresis in 1.5% agarose gel with SYBR Safe. 2-log ladder from NEB.
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AJAE PI2 CTTGCCGGCCGCATTATTACATCGCCGGGTACATGTTCGCTTTCGGTTCGTCAGATTCACCTTCGCAAACGAATT
Sequenced TOPOPI2 CTTGCCGGCCGCATTATTACATCGCCGGGTACATGTTCGCTTTCGGTTCGTCAGATTCACCTTCGCAAACGAATT
AJAE PI2 TACCGTTTTTACCGAAGTAGTAGCAACCTTTGTAACCGGTGCAGCAGGTGGTGCAACCGGTCGGGTAGATCAGAG
Sequenced TOPOPIZ TACCGTTTTTACCGAAGTAGTAGCAACCTTTGTAACCGGTGCAGCAGGTGGTGCAACCGGTCGGGTAGATCAGAG
AJAE PI2 ATTTACCTTCAGAACGCGGGCATTTAGAGTACGCGATGTGCGGGTCGCAGTTCAGCGGGCACGCTTTCGGTTTTT

Sequenced TOPOPIZ GGTTCTCCGGAAAACCGTATCTGCACCAACTGCTGCGCGGGTTACAAAGGTTGCAACTACTACTCTGCGAACGGT
AJAE PI2 TCGGGTCAGACTGACCTTCGCAGATGAACGCACCGTTCGCAGAGTAGTAGTTGCAACCTTTGTAACCCGCGCAGC
Sequenced TOPOPI2 TCGGGTCAGACTGACCTTCGCAGATGAACGCACCGTTCGCAGAGTAGTAGTTGCAACCTTTGTAACCCGCGCAGC
AJAE PI2 AGTTGGTGCAGATACGGTTTTCCGGAGAACCTTCAGATCTCGGGCAGATACCGAAACCCAGGTTACCGCATTCCA
Sequenced TOPOPIZ AGTTGGTGCAGATACGGTTTTCCGGAGAACCTTCAGATCTCGGGCAGATACCGAAACCCAGGTTACCGCATTCCA
AJAE PIZ GGGTGCACGCTTTCGCGTCAACGTGTTCCATCGCAGAAACCAGAACCAGCAGACCCAGAACGATCAGCAGGTACG
Sequenced TOPOPIZ GGGTGCACGCTTTCGCGTCAACGTGTTCCATCGCAGAAACCAGAACCAGCAGACCCAGAACGATCAGCAGGTACG
AJAE PI2 CAACGAAGTTAACTTCTTITGTGAACGTCCATAGCCATGGATG

Sequenced TOPOPIZ CAACGAAGTTAACTTCTTTGTGAACGTCCATAGCCATGGATG

S. FIG. 4. Sequenced P12 gene in pCR2.1-TOPO.
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