Vol. 21: 58 - 59

Plus/Minus

Strand
CATCTC 6@

C 3233
T 18

TGGCCAT

tetthict
T 120
Z‘I’ 3173
AATTGATAT 240
ATk 3053
GCAAGGGTCATA 360
(AASCTEATA 2933

GCAA

AATGTCATAAGGT 3113

i

I
il

Al

0/1405(0%)

Gaps
GAATCAAACATTAGTT
ACATATA
1111
ATA
1111
GC

CAAGC
AAGC

AC
At

I

il

AARAT
T TCGTT.
il
TCGTT.

]

ot

raphi
Identities
1405/1405(100%)

e
n

it
il

AskreArcAtAd et el rhthtcc G TATAATAM AT TGt 2813

AGATCATCATTACTTGGAATGAATAATATATCGCCATGGTATAATAAATGATTCTGGGTT 480

ACGGC
iy

dedad
3172 GATATAACACGATT!

1
121
541

Sbjct 3292

Investigation of Wza in Erythromycin Sensitivity of Escherichia

Journal of Experimental Microbiology and Immunology (JEMI)
coli K30 E69 by Genetic Complementation
Department of Microbiology & Immunology, University of British Columbia

Copyright © June 2017, M&I UBC
Brian Yuen, Jerome Ting, Kevin Kang, Timothy Wong

Escherichia coli K30 capsule biosynthesis cluster, partial sequence

Sequence ID: AF104912 3 Length: 16109 Number of Matches: 1
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FIG. S1 BLAST results for comparison of wza in TOPO® construct and E. coli WT wza sequence. The BLAST shows a 100% identity. The

reference sequence is the E. coli K30 capsule biosynthesis cluster, partial sequence, (accession no. AF104912.3).
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TABLE S1 Available gPCR primer sequences and melting temperature

Primer Primer sequence (5’ to 3') Melting temperature (°C)
Forward AGA ACT CCCGGATAG CGACT 57.6
Reverse CCA ACT GAG GAT TCG AGC GT 57.2
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